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#z 2. MROEGCFREICBVNTHRETEDMEY EERIMMEIGF (BioFire FilmArray Panels © https://

www.biofiredx.com/products/the-filmarray-panels/)

Gram Negative bacteria
Acinetobacter calcoaceticus-baumannii complex

Enterobacter cloacae complex

Methicillin resitance
mecA/C and MREJ

Chlamydia pneumoniae
Legionella pneumophila

Mycoplasma pneumoniae

Escherichia coli Carbapenemases

Haemophilus influenzae IMP

Klebsiella aerogenes KPC
Klebsiella oxytoca NDM Adenovirus

Klebsiella pneumoniae group OXA-48-like Coronavirus*2

Moraxella catarrhalis VIM Human Rhinovirus/Enterovirus
Proteus spp. Human Metapneumovirus
Pseudomonas aeruginosa ESBL Influenza A

Serratia marcescens CTX-M Influenza B

Gram Positive bacteria
Staphylococcus aureus
Streptococcus agalactiae
Streptococcus pneumoniae

Streptococcus pyogenes
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Parainfluenza Virus
Respiratory Syncytial Virus
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P. aeruginosa

S. aureus

K. pneumoniae group
H. influenzae

E. cloacae complex
A. calcoaceticus-baumannii complex
S. pneumoniae

E. coli

K. aerogenes

S. marcescens

S. agalactiae

K. oxytoca
M. catarrhalis
S. pyogenes
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(Kosai K, Yanagihara K, et al : Ann Clin Microbiol Antimicrob 21 : 24, 2022)

Global map of significant and new emerging infections in humans: spread to new areas since 1998
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5. MAEBEEHEINICEI L Cid, Rk L7-4HH % [RIE R B oy AEWFSE T e PR T T U, Labora-
EALTFAATEAE /POCTIZfEfETIZdH 5 b DD, tory developed test (LDT : SEFHRAZMA, H
HTHLEYSE~N ORI L v, KRR e K Z2HALTBLL L E L.

HARFERHES 113 5 BRIETIS 89



Laboratory developed test (LDT)
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